Figure S6. Nucleotide compositions of Myzus persicae densovirus (MpDV)-derived 21-23 nt and 26-28 nt sRNAs accumulating in M. persicae aphids fed on mock-inoculated or turnip yellows virus (TuYV)-
infected A. thaliana plants or on artificial diets (ArtDiet) without (mock) or with purified TuYV virions. The lllumina sRNA-seq reads from M. persicae aphids fed on plants or artificial diets (samples ALYU-
368-374) were mapped to the reference sequence of NS and VP parts of the MpDV genome (positions 1-2893 and 2847-5873, respectively) and the mapped reads were sorted by size and polarity (forward,
reverse) and then counted (Dataset S3). For each size class and polarity, nucleotide compositions of combined reads from two biological replicates at each of the four feeding conditions are presented as RNA
logos. Nucleotide positions of 1 and 10 of the 26, 27 and 28 nt reads with predominant uridine (1U) and adenosine (10A), respectively, are indicated.

Plant mock (ALYU-368+369)

NS genes + 5’-ITR

n AUAA UACGACA | %l I
f°2r‘1"’atrd ﬁmggggé c“ug 6g§g" E%J éﬁﬂ!}c

VP genes + 3’-ITR

Plant TuYV (aLvu-370+371)

NS genes + 5’-ITR

A AAL CUA
gﬂﬁéﬁg Ll

VP genes + 3’-ITR

A

ArtDiet mock (aLyu-372+373)

NS genes + 5’-ITR

UﬂﬂAA AﬂHﬂAA AN

VP genes + 3’-ITR

il

ArtDiet TuYV (ALyu-374+375)

NS genes + 5’-ITR

AM MA@&A&K AGA

VP genes + 3’-ITR

s

T 0 ol i S LT
S I T v
o, WOUIRR OIS WM | T o s I s v R
oo WORMME WS MR DR BN RGG B e
oo Gl | AR E%Eﬂ@f?i!*ﬁfi" W“ AT v U L gﬁ?ﬁ%ﬁfﬁ”ﬁ%ﬂ” e
o W A”ﬁﬁc”””“?ﬁﬁ i gi@?uﬁf L ﬁ% L ”EaﬂcaAU@g! iy ¥f"°§i§§£ﬁ@5§m L Wl | ccsﬁﬁgifﬁ%g
o Y ﬂﬂﬁé@&*scgl A cc” T E&gﬂﬂﬁﬁiw g %Sgi”ﬁﬂ i ”ﬁﬂiéifiiiﬁ@ﬂﬁ&@cggg 5 @”ﬂ%ﬁ% u @Qﬁéﬂ@g@‘“‘; b | w““””ﬂl“
o WG VSIES) COORE RVGRSE WS WSS WO, DA
2, WO WY e ”55% ] Gy R [ gﬁ’ﬂﬁ?ﬁﬁ il
s Aumé L i | R WG D SR
e Y AAuﬁﬁgs%Wa& B SR e [ e
O R Al T S




